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pTurboGFP-B vector restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.

Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete enzyme list please

refer to the Table of restriction sites.

Unigue sites shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site). Amino acids

coded by vector’'s backbone sequence are shown in black.

Xhol Bsr Bl Psi 1 M el Bsr Bl
| | | | |
CTCGAGAAATCATAAAAAATTTATTTGCTTTGTGAGCGGATAACAATTATAATAGATTCAAT TGT GAGCGCGATAACAATTTCACACAGAATTGATTAAAG
O R N R R N N e E RO N AN E el
GAGCTCTTTAGTATTTTTTAAATAAACGAAACACTCCCCTATTGT TAATATTATCTAAGT TAACACTCCCCTATTGT TAAAGTGTGTCTTAACTAATTTC
BanH1 Ncol
BseR1 BsaBl]| Bsr Bl BsaXa | Bsaxb
| | | | || |
AGGAGAAATTAACTAT GAGAGGAT CCCGAT CCGAGAGCGACGAGAGCGEGECCT GCCCGCCAT GGAGAT CGAGT GCCGCAT CACCGGCACCCT GAACGECGT
O N R st A Rt A R R R N AR AR R AN ARy
TCCTCTTTAATTGATACT CTCCTAGCCCTAGGCT CTCGCTGCT CTCGCCCGACGEECGEGET ACCT CTAGCT CACGECGTAGT GGCCGT GGGACT TGCCGCA
MR GSGSESDESGLUPAMEI ECRI T GT L NGV
Nar 1
Sapl Kas1|
_Chi Eci 1 Ear 1l Eco57 [
| | | A
GGAGT TCGAGCT GGT GGGCCECCEGAGAGGECACCCCCGAGCAGEECCGCAT GACCAACAAGAT GAAGAGCACCAAAGGCGCCCTGACCT TCAGCCCCTAC
O O O L Rt Rt ANt R e

CCTCAAGCT CGACCACCCGECCGCCT CTCCCGT GEEEECT CGT CCCCECGTACTGGTTGI TCTACT TCTCGT GGT TTCCGCGEGACT GGAAGT CGGGEATG
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BseY1l Bsgl Xm1
1 | |
CTGCTGAGCCACGT GATGGGCTACGCECT TCTACCACT TCGGCACCT ACCCCAGCGGECT ACGAGAACCCCT TCCT GCACGCCAT CAACAACGGCGGCTACA

301 ||||||||I*I||||||II*II||||||I*I||||||II*II||||||I*I||||||II*II||||||I*I||||||II*IIIIIIIII*IIIIIIIII* 400
GACGACTCGGT GCACT ACCCGAT GOCGAAGAT GGT GAAGCCGT GGAT GBGGT CGOCGAT GCTCT TGGGGAAGGACGT GCGGT AGT TGT TGCCGCCGATGT

Fsel

Nael |

Eagl |

Bsgl Eco57 P 1 NgoM4 | |

| | | | 1|
CCAACACCCGCAT CGAGAAGT ACGAGGACGGECGECGT GCT GCACGT GAGCT TCAGCTACCGCT ACGAGGCCGGOCGCGT GAT CGGOGACT TCAAGGT GAT

S B R R A e R A R AR R A AR AR A AN
GGT TGT GGGECGTAGCT CTTCATGCTCCT GOCGCOGCACGACGT GCACT CGAAGT CGAT GBCGAT GCT CCGGOCGROGCACT AGCCGCT GAAGT TCCACTA

Ncol
BspML
Bf uAl
Bsgl Aar 1 BsaBl

|
GGGCACCGEECTTCCCCGAGGACAGCGT GATCT TCACCGACAAGAT CATCCGCAGCAACGCCACCGT GGAGCACCT GCACCCCAT GGGCGATAACGATCTG

Sl R R R A AR A A AR AR R AR R R A
CCCGT GECCGAAGBGGCTCCT GTCGCACT AGAAGT GGCT GT TCTAGTAGGCGT CGT TGCGGT GGCACCT CGTGGACGT GBGGTACCCGCTATTGCTAGAC

Eco57 BsaXb BsaXa BseY1l
| | | |
GATGGCAGCTTCACCCGCACCT TCAGCCT GCGCGACGGECGGECTACTACAGCT CCGT GGT GGACAGCCACAT GCACT TCAAGAGCGCCATCCACCCCAGCA

L0 N N R R R R N AR R A AN AR A AR ey
CTACCGT CGAAGT GGGOGT GGAAGT CGGACGOGCT GOCGCCGAT GAT GTCGAGGCACCACCT GT CGGT GTACGT GAAGT TCTCGCGGT AGGT GGGGT CGT
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Eci 1l
Apal |
Pst1 PspOM | | BseR1 BseYl
I |1
TCCTGCAGAACGGGEGEGECCCCATGT TCGCCT TCCGCCGCGT GGAGGAGGAT CACAGCAACACCGAGCT GBGCAT CGT GGAGT ACCAGCACGCCTTCAAGAC

LA R R R R R R R Rt A R ot R R AN AN AR NN panRNN
AGGACGT CTTGCCCCCGGGGT ACAAGCGGAAGGBCGGECGCACCT CCTCCTAGT GT CGT TGT GGCTCGACCCGT AGCACCT CATGGT CGTGOGGAAGT TCTG

H nd3 Bl pl1

CCCGGATGCAGAT GCCGGT GAAGAAT GAAGCT TAAT TAGCT GAGCT TGGACT CCTGT TGATAGATCCAGT AATGACCT CAGAACTCCATCTGGATTTGT T

LU e N N N R N A R RN AR NRN N anENAA
GGGCCTACGT CTACGGCCACT TCT TACT TCGAAT TAATCGACT CGAACCT GAGGACAACTATCTAGGT CAT TACTGGAGT CTTGAGGTAGACCTAAACAA

Nhel BpulO

I I
CAGAACGCTCGGT TGCCGCCGGRCGTTTTTTAT TGGT GAGAAT CCAAGCTAGCT TGGCGAGAT TTTCAGGAGCTAAGGAAGCTAAAAT GGAGAAAAAAAT
L0 O O N s U R R A R A s R R R NN AN
GT CTTGCGAGCCAACGGECGGECCCGCAAAAAAT AACCACT CTTAGGT TCGATCGAACCGCTCTAAAAGT CCTCGATTCCTTCGATTTTACCTCTTTTTTTA

CACTGGATATACCACCGTI TGATATATCCCAAT GCCATCGTAAAGAACAT TTTGAGGCATTTCAGT CAGT TGCTCAATGTACCTATAACCAGACCGT TCAG

RO R R A A N N N ANt AN RN R RNENR AR
GTGACCTATATGGT GGCAACT ATATAGGGT TACCGTAGCAT TTCTTGTAAAACT COGT AAAGT CAGT CAACGAGT TACATGGATATTGGT CTGGCAAGTC

BspEl
Pvu2 Dral Bsnl |
I I
CTGGATATTACGGCCTTTTTAAAGACCGTAAAGAAAAATAAGCACAAGT TTTATCCGGCCTTTATTCACATTCTTGCCCGCCTGATGAATGCTCATCCGG
1101 IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*
AATGCCGGAAAAATTTCTGGCATTTCTTTTTATTCGT GT TCAAAAT AGGCCGGAAAT AA GAACGGGCGGACT GTAGGCC
Bsr D1 Acl 1

I I
AATTTCGTATGGCAAT GAAAGACGGT GAGCT GGTGATATGGGATAGT GT TCACCCT TGT TACACCGT TTTCCAT GAGCAAACT GAAACGT TTTCATCGCT

LA N R R R A A R A A R R R R R AN A A
TTAAAGCATACCGT TACT TTCTGCCACT CGACCACTATACCCTATCACAAGT GGGAACAAT GTGGCAAAAGGTACTCGT TTGACT TTGCAAAAGTAGCGA

800

900

1000

1100

1200

1300
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Bpni

I
CTGGAGT GAATACCACGACGAT TTCCGGCAGT TTCTACACATATAT TCGCAAGAT GT GGCGT GT TACGGT GAAAACCT GGCCTATTTCCCTAAAGGGT TT

O N e R R R R NN N AN N R NN AN AR oy
GACCTCACT TATGGT GCTGCTAAAGGCCGT CAAAGATGT GTATATAAGCGT TCTACACCGCACAAT GCCACT TTTGGACCGGATAAAGGGAT TTCCCAAA

BsnB1 Pf1 ML Dral Mscl

ATTGAGAATATGTTTTTCGI CTCAGCCAATCCCTGEGTGAGI TTCACCAGT TTTGATTTAAACGT GGCCAATATGGACAACT TCTTCGECCCCCGT TTTCA

O R R Rt R R A A R R RN RN RN NN N AN RNy
TAACTCTTATACAAAAAGCAGAGT CGGT TAGGGACCCACT CAAAGT GGT CAAAACT AAAT TTGCACCGGT TATACCT GT TGAAGAAGCGGGGGCAAAAGT

Ncol Sspl

I
CCATGGGCAAATATTATACGCAAGCCGACAAGGT GCTGATGCCGCT GECGAT TCAGGT TCATCATGCCGT CTGT GATGGECT TCCATGT CGGCAGAAT GCT

L R e N R R N R AN AN R RNt RN E N NREEA AR RN N ey
GGTACCCGT TTATAATATGOGT TCCOGCT GT TCCACGACT ACGGOGACCGCTAAGT CCAAGT AGT ACGGCAGACACT ACCGAAGGT ACAGCCGTCTTACGA

Bsmil Scal
I
TAATGAATTACAACAGT ACTGCGATGAGT GGCAGGGECGEEGEECGTAATTTTTTTAAGGCAGT TATTGGT GCCCTTAAACGCCT GGGGTAATGACTCTCTAG
1601 [{LFIEETE=t ettt et =ttt e=trr ettt errer=er et e =<t er et rer=errr e < ter e 1700
ATTACTTAATGITGT CATGACGCTACTCACCGT CCCGCCCCGCATTAAAAAAATTCCGT CAATAACCACGGGAATTTGCGGACCCCATTACTGAGAGATC
BpuEl Bnr 1 Eci 1
| | |
CTTGAGGCATCAAATAAAACGAAAGGCTCAGTCGAAAGACTGGEECCTTTCGT TTTATCTGITGT TTGI CGGT GAACGCT CTCCTGAGTAGGACAAATCCG

O I L e R R s R AN AR NN A N ey
GAACTCCGTAGT TTATTTTGCT T TCCGAGT CAGCT TTCT GACCCGGAAAGCAAAAT AGACAACAAACAGCCACT TGCGAGAGGACT CATCCTGT TTAGGC

Xbal
BsrBl | BsnB1
| |
CCGCTCTAGAGCT GCCTCGCGCGT TTCGGT GATGACGGT GAAAACCT CT GACACAT GCAGCT CCCGGAGACGGT CACAGCT TGT CTGTAAGCGGATGCCG

EE O U A A R R Rt A N N R R R RN A NN AR R =y
GGCGAGATCTCGACGGAGCGOGCAAAGCCACTACT GOCACT TTTGGAGACT GT GTACGT CGAGGBGCCT CTGCCAGT GTCGAACAGACAT TCGCCTACGGC



www.evrogen.com

1901

2001

2101

2201

2301

2401

Drdl Bnr1l PflF1 Bst Z1

I | I
GGAGCAGACAAGCCCGT CAGGECAECGT CAGCGGEGT GT TGECGEGT GT CGEEECGCAGCCAT GACCCAGT CACGT AGCGATAGCGGAGT GTATACTGECT T

R R R A R A AN AR R R RN RN R RRAE N EN N
CCTCGTCTGT TCGEGCAGT CCCGOGCAGT CGCCCACAACCGCCCACAGCCCCGCGT CGGTACT GBGT CAGT GCATCGCTATCGCCTCACATATGACCGAA

Bst AP
Apall Ndel|

I ||
AACTATGCGGCATCAGAGCAGAT TGTACTGAGAGT GCACCATAT GCGGT GT GAAATACCGCACAGAT GCGT AAGGAGAAAAT ACCGCATCAGGCGCTCTT

RN R R R AR R R N R R R N
TTGATACGCCGTAGT CTCGTCTAACATGACT CTCACGT GGTATACGCCACACT TTATGGCGT GTCTACGCAT TCCTCT TTTATGGOGTAGT COGCGAGAA

Sapl
Ear 1 Bsr B1

I I
CCGCTTCCTCGCTCACT GACT CGCTGCGCT CGGT CTGT CGECT GCGECGAGCGGT AT CAGCT CACT CAAAGGCGGTAATACGGT TATCCACAGAAT CAGG

R R R R A R N s R RN R A AN AR AR
GGCGAAGGAGCGAGT GACT GAGCGACGCGAGCCAGACAGCCGACGOCGCT CBCCAT AGT CGAGT GAGT TTCCOGCCAT TATGCCAATAGGT GTCTTAGT CC

BspLU Eci 1

I I
GGATAACGCAGGAAAGAACAT GT GAGCAAAAGGCCAGCAAAAGGCCAGGAACCGT AAAAAGGCCGCGT TECTGECGT TTTTCCATAGGECT CCGCCCCCCT

R R R R N R N R R At AN AN mmEEN AR
CCTATTGCGTCCTTTCTTGTACACTCGT TTTCCGGT CGT TTTCCGGT CCTTGGCAT TTTTCCGECGCAACGACCGCAAAAAGGT ATCCGAGGOGEGGGEGA

BpuEl Drd1l BssS1

I I I
GACGAGCATCACAAAAAT CGACGCT CAAGT CAGAGGT GGCGAAACCCGACAGGACTAT AAAGATACCAGCECGTI TTCCCCCT GGAAGCT CCCTCGT GCGCT

R R A R R R A N AR RN AN
CTGCTCGTAGTGTTTTTAGCT GCGAGT TCAGTCTCCACCGCT TTGGGCTGTCCTGATAT T TCTAT GGTCOGCAAAGGGGGACCT TCGAGGGAGCACGCGA

Bci V1 Ecil
CTCCTGITCCGACCCTGCCGCTTACCGGATACCTGI CCGCCTTTCTCCCTTCGEGAAGCGT GECGCTTTCTCAATGCTCACGCTGTAGGTATCTCAGITC

R R R R N R R N AR AR RN RN nAEN
GAGGACAAGGCT GBGACGGCGAAT GBCCTAT GGACAGGCGGAAAGAGGGAAGCCCT TCGCACCGCGAAAGAGT TACGAGT GCGACAT CCATAGAGT CAAG

2000

2100

2200

2300

2400

2500
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2501

2601

2701

2801

2901

3001

3101

BseYl ApalLl

I
GGTGTAGGT CGT TCGCTCCAAGCT GEECT GT GT GCACGAACCCCCCGT TCAGCCCGACCGCT GCGCCT TATCCGGTAACTATCGT CTTGAGT CCAACCCG

R R R R R N Rt AR AR RN E R NRRAR AN ANR AR
CCACATCCAGCAAGCGAGGT TCGACCCGACACACGT GCT T GGGGEGGCAAGT CGGECT GBOGACGCGGAAT AGGCCAT TGATAGCAGAACT CAGGT TGGGC

BpuEl Al wN1
| |
GTAAGACACGACT TAT CCGCCACT GGCAGCAGCCACT GGTAACAGGAT TAGCAGAGCGAGGT ATGT AGECGGT GCTACAGAGT TCTTGAAGT GGT GGCCTA
N R e R R R R AR mmnnn
CATTCTGI GCTGAATAGCGGT GACCGT CGT CGGT GACCATTGTI CCTAAT CGT CTCGCTCCATACAT CCGCCACGATGT CTCAAGAACT TCACCACCGGAT
Eco57
I
ACTACGGCTACACTAGAAGGACAGT ATTTGGTATCTGCGCT CTGCTGAAGCCAGT TACCT TCGGAAAAAGAGT TGGT AGCT CT TGATCCGGCAAACAAAC
O R R R R R s N RN mnnE A
TGATCGCCGATGT GATCTTCCT GT CATAAACCAT AGACGCGAGACGACT TCGGT CAATGGAAGCCT TTTTCTCAACCATCGAGAACTAGCCCGITTGITTG
BpuEl
I
CACCGCTGGTAGCGGTGGTTTTTTTGT TTGCAAGCAGCAGAT TACGCGCCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGAC
S S R R N N AN A
GT GCCGACCATCGCCACCAAAAAAACAAACGT TCGTCGTCTAATGCGCGTCTTTTTTTCCTAGAGT TCTTCTAGGAAACT AGAAAAGAT GCCCCAGACT G
BspH1 Dral Dral
| | |
GCTCAGT GGAACGAAAACT CACGT TAAGGGAT TTTGGT CATGAGAT TATCAAAAAGGATCTTCACCTAGATCCTTTTAAATTAAAAATGAAGT TTTAAAT
U R R R A R N R N A RN RN AN RN
CGAGTCACCTTGCTTTTGAGT GCAATTCCCTAAAACCAGTACTCTAATAGT TTTTCCTAGAAGT GGATCTAGGAAAATTTAATTTTTACTTCAAAATTTA

CAATCTAAAGTATATATGAGTAAACT TGGT CTGACAGT TACCAATGCTTAAT CAGT GAGGCACCTATCTCAGCGATCTGTCTATTTCGI TCATCCATAGC

FEPTTEEET TR =t e e e = er e e e = ee e e e et e e e e = e e = e e e r= e e =
GITAGATTTCATATATACTCATTTGAACCAGACT GTCAATGGT TACGAATTAGT CACT CCGT GGATAGAGT CGCTAGACAGATAAAGCAAGTAGGTATCG
Bsr D1
Ahdl Bnr 1 Bsal Bpmil

I I
TGCCTGACT CCCCGT CGT GTAGATAACT ACGAT ACGGGAGGGCT TACCAT CTGGCCCCAGT GCTGCAAT GATACCGCGAGACCCACGCT CACCGGCTCCA

R R R R N N R R AR NN RN AR R RE AR N AR RN
ACGGACT GAGGGGCAGCACAT CTAT TGAT GCTAT GCCCTCCCGAAT GGTAGACCGGGEGT CACGACGT TACTAT GGOGCT CTGGGT GCGAGT GGCCGAGGT

6

2600

2700

2800

2900

3000

3100
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3201

3301

3401

3501

3601

3701

Bgl 1 Eci 1 Asel
I I I
GATTTATCAGCAATAAACCAGCCAGCCCGAAGGEGECCGAGCGCAGAAGT GGTCCTGCAACT TTATCCGCCT CCATCCAGT CTATTAATTGT TGCCGGGAAG
IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 3300
CTAAATAGTCGT TATTTGGT CGGT CGECCT TCCCGGECT CGCGT CTTCACCAGGACGT TGAAAT AGGCGGAGGT AGGT CAGATAATTAACAACGGCCCTTC
Acl 1
Fspl | Bsr D1

| I
CTAGAGTAAGTAGT TCGCCAGT TAATAGT TTGCGCAACGT TGT TGCCAT TGCTACAGGECATCGTGGT GT CACGCTCGT CGT TTGGTATGGCTTCATTCAG

N N Rt N R Nt AN N AR RN NN NN A AR oy
GATCTCATTCATCAAGCGGT CAAT TATCAAACGCGT TGCAACAACGGT AACGAT GTCCGT AGCACCACAGT GOGAGCAGCAAACCATACCGAAGT AAGTC

Pvul

|
CTCCGGT TCCCAACGAT CAAGECGAGT TACATGATCCCCCAT GT TGT GCAAAAAAGCGGT TAGCT CCTTCGGT CCTCCGATCGT TGTCAGAAGTAAGTI TG

R R R R A N N R A A AR A EA RN A -y
GAGGCCAAGGGT TGCTAGT TCOGCTCAATGT ACTAGGGGGT ACAACACGT TTTTTCGOCAAT CGAGGAAGCCAGGAGGCTAGCAACAGT CTTCATTCAAC

Btsl Btsl Scal

I I I
GCCGCAGTGI TATCACTCATGGT TATGGCAGCACTGCATAAT TCTCTTACTGT CATGCCATCCGTAAGATGCTTTTCTGT GACT GGTGAGTACT CAACCA

R R R R R N N N R N AN R NN E RN NN E TN oy
CGGCGTCACAATAGT GAGTACCAATACCGT CGT GACGTAT TAAGAGAAT GACAGT ACGGT AGGCAT TCTACGAAAAGACACT GACCACT CATGAGT TGGT

Bcgla Bcglb Dral

I I I
AGTCATTCTGAGAATAGT GTATGCGGCGACCGAGT TGCT CT TGCCCGEECGT CAATACGGGATAAT ACCGCGCCACATAGCAGAACT TTAAAAGT GCTCAT

LLCEEEEE TR e et e e et e et e =it 3700
TCAGTAAGACT CTTAT CACATACGCCGCT GGCTCAACGAGAACGGEGECCGCAGT TATGCCCTAT TATGGOGCGGT GTATCGTCTTGAAATTTTCACGAGTA

EcoK

Eco57 |

Xm1 ApalLl |
Acl 1 BpuEl BssS1 | |

I | 1
CATTGGAAAACGT TCT TCGGGEGCGAAAACT CTCAAGGAT CT TACCGCT GT TGAGATCCAGT TCGAT GTAACCCACT CGT GCACCCAACT GATCTTCAGCA

LLCEEEEE TRt e e = e et et e e e == e et f > 3800
GTAACCTTTTGCAAGAAGCCCCGCT TTTGAGAGT TCCTAGAAT GECGACAACT CTAGGT CAAGCT ACAT TGGGT GAGCACGT GGGT TGACTAGAAGT CGT

7
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Found:

Aar 1
Bgl 1
BsnB1
Eagl
Ndel

Xbal

3801

3901

4001

4101

TCTTTTACTTTCACCAGCGI TTCTGGGT GAGCAAAAACAGGAAGGCAAAAT GCCGCAAAAAAGGGAAT AAGGGCGACACGGAAATGT TGAATACTCATAC

U Rt R R N NN e R e RN A RN AN N A s
AGAAAAT GAAAGT GGTCGCAAAGACCCACTCGTITTTTGTCCTTCCGT TTTACGGCGT TTTTTCCCTTATTCCCGCTGTGCCTTTACAACTTATGAGTATG
Bsr B1
Bci V1 |
Earl Sspl BspH1 | |
|
TCTTCCTTTTTCAATATTATTGAAGCATTTATCAGGGT TATTGTCTCATGAGCGGATACATATTTGAATGTATTTAGAAAAATAAACAAATAGGEGT TCC
FECCETTET= TR =t e e e e e e = e e e e = e e e = e e ee e =t e e e ==t 4000
AGAAGGAAAAAGT TATAATAACT TCGTAAATAGT CCCAATAACAGAGTACT CCCCTATGTATAAACT TACATAAATCTTTTTATTTGT TTATCCCCAAGG
Aat 2 BspHL BssS1 Bbs1

I I
GCGCACATTTCCCCGAAAAGT GCCACCT GACGT CTAAGAAACCATTATTATCATGACATTAACCTATAAAAATAGGECGTATCACGAGCCCCTTTCGICTT

Rt R R N R N NN T AN RN R EE RN R AR RR RN oy
CGCGTGTAAAGGGECT TTTCACGGT GGACT GCAGAT TCTTTGGTAATAATAGT ACTGT AATTGGATAT TTTTATCCGCATAGT GCTCOGGGAAAGCAGAA

CAC
[|| 4103
GIG

Aat 2 Acl 1 Ahd1 Al wN1 Apal ApalLl Asel BantHl Bbs1 Bcgla Bcglb Bci V1 Bf uAl

Bl p1 Bnr 1 Bpmil BpulO BpuEl Bsal BsaB1 BsaXa Bsaxb BseR1 BseY1l Bsgl Bsmi

BspEl BspH1 BspLU BspML Bsr Bl Bsr D1 BssS1 Bst AP  BstZ1 Btsl Chi Dral Drd1

Ear 1l Eci 1l Eco57 EcoK Fsel Fspl H nd3 Kas1l M el Mscl Nael Nar 1 Ncol

NgoMW4 Nhel Pfl F1 Pf 1 ML Pm 1 Psi 1 PspOM Pst 1 Pvul Pvu2 Sapl Scal Sspl

Xhol Xm1l
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Uni que:

Aar 1
BspLU

Ndel

Aat 2
Bst AP

NgoM4

Not found:

Acc65
BngB1
FspAl
Sac?
Swal

Excl uded

Accl
BsaAl
Bsr F1

Fok1
Hpy C4
PpuML
TspR1

Af el
Bsi W
Hpal
Sal 1
Pl Sce

by site

Aci 1
BsaHl
BssK1

Hae?2
Hpy C5

Rsal

Ahd1
Bst Z1

Nhel

Afl 2
Bsr Gl
I _Ceu
SanD1

Xcml

Al wN1

PflF1

Agel
BssH2
Kpnl
Sbf 1

conpl exity:

Afl 3
BsaJl
Bst F5

Hae3

Mae3
Sau3A

Al ul
BsaW
Bst N1

Hgal

Myo2
Sau96

Apal
Eagl

Psi 1

Al el
Bst B1
| oxP
SexAl

Al wl
BseMp
Bst Ul

Hhal

wvhl 1
Sf aN1

Asel BanmH1
EcoK Fsel

PspOM Pst 1

Ascl  Asi Sl
BstE2  Bst Xl
Mul  Notl
Sfil  Sgfl

Apol Aval
Bsi E1 Bsi H1
Bst Y1 Bt gl
Hi nc2 H nf1

Msel Msl 1

Sfcl Sm 1

Bbs1
Fspl

Pvul

Avr 2
Bsu36
Nrul
Sgr Al

Ava2
Bsl 1
Cac8
H nP1
MspAl
Styl

Bcgla
Hi nd3

Pvu2

Baela
dal
Nsi 1
Snal

Banl
BsmAl
Cvi J1i

Hpa2

Mo 1

Taql

Bcglb
Kas1l

Xbal

Baelb
Dr a3
Pacl

SnaB1

Ban2
BsnF1
Ddel
Hphl
Nci 1
Tat 1

Bgl 1
Mel

Xhol

BbvC1l
EcoN1
Pmel
Spel

Bbv1
Bspl2
Eael
Hpy 99
N a3
Tfil

Bpul0

Mscl

Bcl 1
EcoR1
PshAl

Sphi

BceAl
BspCa
EcoOl
Hpy1
N a4
Tsel

Bsal

Nael

Bf r B1
EcoRV
Rsr 2
Srfl

Bf al
BspCb
Faul
Hpy3
Nspl
Tsp45

BspE1l

Nar 1

Bgl 2
ScFRT
Sacl
Stul

Bmel5
Bsr1
Fnu4H
Hpy C3
Pl el
Tsp50



