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pTagBFP-C vector restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.
Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete enzyme list please
refer to the Table of restriction sites.

Unique sites are shown in red. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site). MCS sequence
is shown in frame, amino acids encoded by MCS are shown in black.

Asel Bgl 1

| |
TAGI TATTAATAGTAATCAATTACGGEGGT CATTAGT TCATAGCCCATATATGGAGT TCCGECGT TACATAACT TACGGT AAAT GECCCGCCTGECTGACCG

O R R R e R R R R Rt N R RN N N RN RN m N A nE RN N RRR RN
ATCAATAATTATCATTAGT TAATGCCCCAGT AATCAAGT AT CGGGTATATACCT CAAGGCGCAAT GTATTGAAT GCCAT T TACCGGGOGGACCGACT GGC

Aat 2 SpAcc Aat 2

| | |
CCCAACGACCCCCGCCCATTGACGT CAATAATGACGT ATGT TCCCATAGT AACGCCAATAGGGACT TTCCAT TGACGT CAATGGGT GGAGTATTTACGGT

KO R R R R R R R R R R RN AN RN N TR ey
GGGT TGCT GGGGEECGGGT AACT GCAGT TATTACT GCATACAAGGGT ATCAT TGOGGT TATCCCT GAAAGGT AACT GCAGT TACCCACCT CATAAATGCCA

Bgl 1 Ndel Aat 2 Bgll Bmril

I I I I I
AAACT GOCCACT TGGCAGTACAT CAAGT GTATCAT ATGCCAAGT ACGCCCCCT AT TGACGT CAAT GACGGT AAAT GGCCCGCCT GGCAT TATGCCCAGTA

O O R R e N R AR A N R e
TTTGACGGGT GAACCGT CATGT AGT TCACATAGT ATACGGT TCATGCGGGGEGATAACT GCAGT TACT GCCAT T TACCGGGOGGACCGTAATACGGGT CAT

Bt gZ1 SnaBl Ncol

|
CATGACCTTATGGGACTTTCCTACT TGECAGTACATCTACGTATTAGT CATCGCTATTACCATGGTGATGCGGT TTTGECAGT ACATCAAT GGECGT GGA

O B R R R R R R R R N N R NN R NN RN R AR nnA AN e
GTACTGGAATACCCT GAAAGGAT GAACCGT CATGTAGAT GCATAAT CAGT AGCGATAAT GGTACCACT ACGCCAAAACCGT CATGTAGT TACCCGCACCT
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TagBFP

TagBFP

TagBFP

TagBFP

Aat 2 Eci 1
I I
TAGCGGT TTGACT CACGGGGAT TTCCAAGT CTCCACCCCATTGACGT CAATGGCGAGT TTGT TTTGGCACCAAAAT CAACGGGACT TTCCAAAATGT CGTA

S N R R R A R N R R NN E N AR NEN RN
ATCGCCAAACT GAGT GCCCCTAAAGGT TCAGAGGT GGGGTAACT GCAGT TACCCT CAAACAAAACCGT GGT TTTAGT TGCCCTGAAAGGT TTTACAGCAT

Nhel

|
ACAACT CCGCCCCATTGACGCAAAT GGGCGEGT AGGCGT GTACGGT GGGAGGT CTATAT AAGCAGAGCT GGT TTAGT GAACCGT CAGATCCGCTAGCGGTC

L N R R R R N Rt A N R N AN NN AN AR
TGT TGAGGCGGGGT AACT GOGT T TACCCGCCAT CCGCACAT GOCACCCT CCAGATATAT TCGT CTCGACCAAAT CACT TGGCAGT CTAGGCGATCGCCAG

Bsr Gl Apalil

I I
GCCACCAT GAGCGAGCT GAT TAAGGAGAACAT GCACAT GAAGCT GT ACAT GGAGGGECACCGT GGACAACCAT CACT TCAAGT GCACAT CCGAGGGCGAAG
L0 B R R R R e N N N R AN AN AR A
CGGTGGTACTCGCT CGACTAAT TCCTCT TGTACGT GTACT TCGACAT GTACCT CCOGT GGCACCT GT TGGTAGT GAAGT TCACGT GTAGGCTCCCGCTTC
> MSELI KENMHMKTLYMEGTVDNHUHTFI KT CTSETGEG

SpAcc
|
GCAAGCCCTACGAGGGECACCCAGACCAT GAGAAT CAAGGT GGT CGAGEECGECCCTCTCCCCT TCGCCT TCGACATCCTGECTACTAGCT TCCTCTACGG

LA R R R R R R R e RN AR A N A AN R
CGT TCGGGAT GCTCCCGT GGGT CTGGT ACTCT TAGT TCCACCAGCT COCGCCGGGAGAGGEGAAGCGGAAGCT GTAGGACCGAT GATCGAAGGAGATGCC

> K P Y EGT QTMRI KVVEGGPLZPFAFUDI L AT SUFUL Y G
Bsu36 SpDon

CAGCAAGACCT TCAT CAACCACACCCAGGGCAT CCOCGACT TCTTCAAGCAGT CCTTCCCTGAGGGCT TCACAT GGGAGAGAGT CACCACATACGAAGAC
L0 B N R R A R A AR n
GTCGTTCTGGAAGT AGT TGGT GTGGGT CCOGT AGGGGCT GAAGAAGT TCGT CAGGAAGGGACT CCOGAAGT GTACCCTCTCTCAGTGGTGTATGCTTCTG
>S KTFI NHTQGI PDFFKQSFPEGFTWERVYVYTTYETD

Bbs1 Bpmi SpDon
| |

GGGEGECGT GCTGACCGCT ACCCAGGACACCAGCCT CCAGGACGGCTGCCTCATCTACAACGT CAAGAT CAGAGGGGT GAACT TCACAT CCAACGGECCCTG

A N N R R A RN N AN R EEA T

CCCCCGCACGACT GGCGAT GGEGT CCT GT GGT CGGAGGT CCTGCCGACGGAGTAGATGT TGCAGT TCTAGT CTCCCCACT TGAAGT GTAGGT TGCCGGGAC

>G GV L T ATQDTSULQ@DSGTC CLI YNVI KI RGVNFTSNGUPV
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BsnB1
BseY1 Stul | Bgl 1 BssS1
I | I I
TGATGCAGAAGAAAACACT CGECT GGGAGGCCT TCACCGAGACGCT GTACCCCGCT GACGECGECCT GGAAGGECAGAAACGACAT GGCCCTGAAGCT CGT
001 [ LTEEEEEE*Ererrrr et =eer et e e=err et e e =t ere=rer e e et rr et e e e 1100
ACTACGTCTTCTTTTGI GAGCCGACCCT CCGGAAGT GGCT CTGCGACAT GGGGECGACT GCCGCCGGACCT TCCGTCTTTGCT GTACCGGGACT TCGAGCA
TagBFP > M Q K K TLGWEATFTETULYWPADSGGLEG GRNUDMMALKL YV

Eco57 BpuEl

| |
GGGECGEGAGCCAT CTGATCGCAAACAT CAAGACCACATATAGAT CCAAGAAACCCGCTAAGAACCT CAAGATGCCTGECGTCTACTATGTGGACTACAGA

KO N A R R R A N R AN R AR NN RN A AR N A e vy
CCCGOCCT CGGTAGACTAGCGT TTGTAGT TCTGGT GTATATCTAGGT TCTTTGGGOGAT TCT TGGAGT TCTACGGACCGCAGAT GATACACCTGATGTCT
TagBFP > G GSHLI ANI KTTYRSKIKPAKNLIEKMPGVYYVDYR

Btsl H nd3
SpAcc Bsal PshAl BssS1 Dra3 Mscl| Al wNl SpAcc Bnr 1

| | | | | | | | | |
CTGGAAAGAAT CAAGGAGGCCAACAACGAGACCT ACGT CGAGCAGCACGAGGT GBCAGT GBCCAGATACT GCGACCT COCTAGCAAACT GGGGCACAAGC

KA R R R R i R A R R N AN N AR RN AN vy
GACCTTTCTTAGT TCCTCCGGT TGT TGCTCTGGATGCAGCT CGT CGT GCTCCACCGT CACCGGT CTATGACGCTGGAGGGAT CGT TTGACCCCGTGTTCG
TagBFP >L ERI KEANNETYVEQHEVAVARY CDLTZPSIKTLGHTEKIL

|

BpuEl Xhol H nd3 EcoR1l Sal 1 Kpnl || [ ]
| ] Xbal Bcl 1BsaBl
t

BspEl | Bgl2 | Sacl |BstBl | Pst1| Acc65 | ]
t

| i ' 1 | H | i
TTAATTCCGGACTCAGATCTCGNKﬂTYVKIﬂTCGAATTCTGCAGTCGACGGUKXXXIIIIIEGGGATCCACCGGAW:UK¥TAACTGATCATAATCAG

K N N N R R R R AN R R R N E AR N vt
AATTAAGGCCT GAGT CTAGAGCT CGAGT TCGAAGCT TAAGACGT CAGCT GCCAT GGOGCCCGGECCCTAGGT GGCCTAGATCTATTGACTAGTATTAGTC
TagBFP/MCS > N |S G L RS RA QA SNSAVDGTAGPGSTGSRF
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1401

1501

1601

1701

1801

1901

Bsmil
SpDon Dral M el] Hpal

CCATACCACATTTGTAGAGGTTTTACTTGCTTTAAAAAACCT CCCACACCT CCCCCTGAACCTGAAACATAAAATGAATGCAATTGTITGI TGTTAACT TG

R R R R N T N RN m N E N NN A
GGTATGGT GTAAACAT CTCCAAAAT GAACGAAAT TTTTTGGAGGGT GTGGAGGGGGACT TGGACT TTGTATTTTACT TACGT TAACAACAACAAT TGAAC

pol yA Psi 1 pol yA pol yA Btsl Bsnl

I I I I I I
TTTATTGCAGCTTATAATGGT TACAAATAAAGCAATAGCAT CACAAAT TTCACAAATAAAGCAT TTTTTTCACTGCATTCTAGT TGTGGT TTGTCCAAAC

R N N R N e N R AR
AAATAACGT CGAATATTACCAATGT TTATTTCGT TATCGTAGT GT TTAAAGT GT TTATTTCGTAAAAAAAGT GACGTAAGATCAACACCAAACAGGT TTG

M ul SpDon Ssp1l

|
TCATCAATGTATCTTAACGCGTAAATTGTAAGCGT TAATATTTTGT TAAAATTCGCGT TAAATTTTTGT TAAATCAGCTCATTTTTTAACCAATAGECCG

FIETEEEEE=T e r =t re et et =ee et e e=err et ettt e ere=rer e rer=er e r = e e r=eeer ey
AGTAGTTACATAGAAT TGCGCATTTAACATTCGCAAT TATAAAACAATTTTAAGCGCAATTTAAAAACAATTTAGT CGAGT AAAAAATTGGT TATCCGGC
Psi 1 BsaXb
I I
AAATCGGCAAAATCCCTTATAAATCAAAAGAAT AGACCGAGATAGGGT TGAGT GT TGT TCCAGT TTGGAACAAGAGT CCACTATTAAAGAACGTGGACTC
FIETETEEE=P =t e et et =ee e et =err et et e ere*r et e e e et e et =t e e
TTTAGCCGT TTTAGGGAATATTTAGT TTTCTTATCTGGCTCTATCCCAACT CACAACAAGGTCAAACCTTGT TCTCAGGTGATAATTTCTTGCACCTGAG

Bt gZ1

Drdl BsaXa Dr a3|

I I |l
CAACGT CAAAGGGCGAAAAACCGT CTAT CAGGGCGAT GGCCCACT ACGT GAACCATCACCCTAATCAAGT TTTTTGGGGT CGAGGT GCCGTAAAGCACTA

R R R R R A N NN AR RN AR A
GTTGCAGT TTCCOGCT TTTTGGCAGAT AGT CCCGCTACCGGGT GATGCACT TGGTAGT GGGAT TAGT TCAAAAAACCCCAGCT CCACGGCAT TTCGT GAT

Nael
SpAcc NgoM4 | Bsr Bl

| | | |
AATCGGAACCCTAAAGGGAGCCCCCGATTTAGAGCT TGACGEGEGAAAGCCGEGECGAACGT GGCGAGAAAGGAAGGGAAGAAAGCGAAAGGAGCGEEECELCTA

R R A N R R R N N E RN R RRA R AR
TTAGCCTTGGGAT TTCCCTCGGGGECTAAAT CTCGAACT GCCOCT TTCGBOCGCT TGCACCGCTCTTTCCT TCOCTTCT TTCGCT TTCCT CGOCCGCGAT
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GGGECGCTGGCAAGT GTAGCGGT CACGCT GCGCGT AACCACCACACCCGCCGCAECT TAAT GCGCCGCT ACAGGECGLCGT CAGGT GGCACT TTTCGGGGAAA

0O R A R R R R T N A R R RN AR RNRRA N n A
CCCGOGACCGT TCACATCGCCAGT GOGACGOGCAT TGGT GGT GT GBGCGEOGCGAAT TACGOGGCGAT GT CCCGOGCAGT CCACCGT GAAAAGCCCCTTT

Bci V1
BspHl |
pol yA BsrBl1 | | Sspl Earl
I | I I
TGTGCGCGGAACCCCTATTTGTTTATTTTTCTAAATACATTCAAATATGTATCCGCT CATGAGACAATAACCCTGATAAATGCTTCAATAATATTGAAAA

O N R R N N i R N RN RN
ACACGCGCCT TGGGGATAAACAAAT AAAAAGAT TTATGTAAGT TTATACATAGGCGAGTACTCTGT TATTGGGACTAT TTACGAAGT TATTATAACTTTT

Eci 1
Bsu36 Pvu2 | BseYl Bst AP
I | | I |
AGGAAGAGT CCTGAGGCCGAAAGAACCAGCT GTGGAATGT GT GT CAGT TAGGGT GT GGAAAGT CCCCAGGCT CCCCAGCAGGCAGAAGT ATGCAAAGCAT

o R A R R R e N N AN R AN R A RAE NN
TCCTTCTCAGGACTCCGCCTTTCT TGGT CGACACCT TACACACAGT CAATCCCACACCT TTCAGGGGT COGAGGGGT CGTCCGT CTTCATACGT TTCGTA

Nsi 1
Nsi 1 Sphl |
Sphl | Bf rBl |

Bf rB1 | SexAl BseYl Bst AP | |
| | I I |||
GCATCTCAATTAGT CAGCAACCAGGT GT GGAAAGT CCCCAGGCT CCCCAGCAGGCAGAAGT ATGCAAAGCATGCATCTCAATTAGT CAGCAACCATAGTC

Lo B N N N e R R R N R NN RN AR AN m RN
CGTAGAGT TAATCAGT CGT TGGTCCACACCT TTCAGGGGT COGAGGGGT CGT COGT CTTCATACGT TTCGTACGT AGAGT TAATCAGT CGTTGGTATCAG

Eci 1
Eci 1 Eci 1 Bnr 1| Eci 1 Ncol pol yA
I I | | I I I
CCGCCCCTAACT CCGCCCATCCCGCCCCTAACT CCGCCCAGT TCCGCCCATTCTCCGCCCCATGECTGACTAATTTTTTTTATTTATGCAGAGGCCGAGG

e R R Rt R R R R e RN N RN N E R NN RN ERENE AR
GGCGGGGAT TGAGGCGGGT AGGGOGEEGAT TGAGGOGEGT CAAGGCGGGT AAGAGGECGGGGT ACCGACT GAT TAAAAAAAAT AAATACGT CTCCGGCTCC
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2501

2601

2701

2801

2901

Avr 2
Sfil Stul]
Bgl 1 SpDon BseR1 || dal BsaBl1

I I I I I
CCGCCTCGGCCTCTGAGCTAT TCCAGAAGT AGT GAGGAGGCT TTTTTGGAGGCCTAGGCT TTTGCAAAGAT CGATCAAGAGACAGGATGAGGATCGTTTC

R A R N R R R R R N nE N EE AR
GGCGGAGCCGGAGACT CGATAAGGT CTTCATCACT CCTCCGAAAAAACCT CCGGAT CCGAAAACGT TTCTAGCTAGT TCTCTGTCCTACTCCTAGCAAAG

BspML
Bf uAl Eagl Brr 1

| | |
GCATGATTGAACAAGAT GGAT TGCACGCAGGT TCTCCGGECCGCT TGEGT GGAGAGGCTAT TCGGCTAT GACT GGGCACAACAGACAATCGGCTGCTCTGA

A R R R R A R R N St RN AR RN E N E R
CGTACTAACT TGT TCTACCT AACGT GCGT CCAAGAGGCCGGCGAACCCACCT CTCCGAT AAGCCGATACT GACCCGT GT TGTCTGT TAGCCGACGAGACT

Nar 1
Kas1| Drdl
| I
TGCCGCCGT GT TCCGGECT GT CAGCGCAGGGECGCCCGGT TCTTTTTGT CAAGACCGACCT GT CCGGT GCCCT GAAT GAACT GCAAGACGAGGCAGCGCGG
U R R R e R R R NN A RN R NN E O N nun R R
ACGGCGGECACAAGGCCGACAGT CGCGT CCCCGCGEECCAAGAAAAACAGT TCT GECT GGACAGGCCACGGGACT TACT TGACGT TCTGCTCCGT CGCGCC
Pvu2
Mscl Fspl | Pfl F1 Eco57
I | I I
CTATCGT GGCTGECCACGACGGEECGT TCCTTGCGCAGCT GTGCTCGACGT TGT CACT GAAGCGGEGAAGGEGACT GGCTGCTAT TGEGCCGAAGT GCCEEGEEC
R R R R R R R N RN RN NN R U N RN EEE R REE A
GATAGCACCGACCGGT GCTGCCCGCAAGGAACGCGT CGACACGAGCTGCAACAGT GACT TCGCCCT TCCCTGACCGACGATAACCCGCTTCACGGECCCCG
BspML
SpDon Bci V1 Bsr D1 Bf uAl

| | | |
AGGATCTCCTGI CATCTCACCT TGCTCCTGCCGAGAAAGT ATCCAT CATGGCT GATGCAAT GCGECGEECTGCATACGCT TGATCCGECTACCTGCCCATT

R R R R Rt R A R AR R NN
TCCTAGAGGACAGT AGAGT GGAACGAGGACGGCT CT TTCATAGGTAGT ACCGACT ACGT TACGCCGCCGACGT ATGCGAACT AGGCCGAT GGACGGGTAA
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Sapl

Bt gZ1 Ear 1

3001

3101

3201

3301

3401

| |
CGACCACCAAGCGAAACAT CGCAT CGAGCGAGCACGT ACT CGGAT GGAAGCCGGT CTTGT CGATCAGGAT GATCT GGACGAAGAGCAT CAGGEGEGECTCGLG

R R R R ot R R R N AR R RN RN AR
GCTGGTGGT TCGCT TTGTAGCGTAGCT CGCTCGT GCATGAGCCTACCT TCGGCCAGAACAGCTAGT CCTACTAGACCT GCTTCT CGTAGT COCCGAGCGC

BpuEl Sph1 Ncol Bt gZ1

| | | |
CCAGCCGAACT GT TCGCCAGGCT CAAGGCCGAGCAT GCCCGACGECGAGGATCTCGT CGT GACCCAT GGCGAT GCCTGCT TGCCGAATAT CATGGTGGAAA

R R R R R R RN AR RRA RN RN
GGT CGGCT TGACAAGCGGT CCGAGT TCCGCTCGT ACGGEGCT GOCGCT CCTAGAGCAGCACT GBGT ACCGCT ACGGACGAACGGCT TATAGTACCACCTTT

BseY1l
Nael | Sap1l
NgoM4d | | Rsr 2 Eci 1 Ear 1

| 1| I I
ATGGCCGCTTTTCTGGAT TCATCGACT GT GGCCGGCT GBGT GT GGOGGACCGCT AT CAGGACATAGCGT TGECTACCCGT GATATTGCTGAAGAGCTTGG

IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*
TACCGGCGAAAAGACCT AAGT AGCT GACACCGGECCGACCCACACCGCCT GBCGATAGT CCTGT AT CGCAACCGAT GGGCACTATAACGACT TCTCGAACC

Bt gZ1
Eco57 BssS1 BsrB1l | Bsr Bl

I I | | I
CGGCGAAT GGGCTGACCGCT TCCTCGT GCTTTACGGT AT CGOCGCT COCGAT TCGCAGCGCAT CGOCTTCTATCGCCT TCTTGACGAGT TCTTCTGAGCG

R R R R N R R A N AR nEEA A A A
GCCGCTTACCCGACT GGOGAAGGAGCACGAAAT GCCATAGCGGOGAGGGECT AAGOGT CGCGT AGCGGAAGATAGCGGAAGAACT GCTCAAGAAGACT CGC

BssS1
BspML
Bst Bl Bf uAl SpAcc

| |
GGACT CTGGGGT TCGAAAT GACCGACCAAGCGACGCCCAACCT GCCATCACGAGATTTCGAT TCCACCGCCGCCT TCTATGAAAGGT TGGGCT TCGGAAT

R R R R R R e A R N R AR AR
CCTGAGACCCCAAGCT TTACT GGCTGGT TCGCT GCGGGT TGGACGGT AGT GCT CTAAAGCT AAGGT GGUGGCGGAAGATACT TTCCAACCCGAAGCCTTA
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3501

3601

3701

3801

3901

4001

Nael Bpmi
NgoM4 | SpAcc |
Bpnil | Avr2 |
| | ||
CGTTTTCCGEGACGCCCGEECT GGATGAT CCT CCAGCGCGEEGAT CTCATGCT GGAGT TCT TCGCCCACCCT AGGGEGEGAGGCTAACT GAAACACGGAAGGAG

R R R R R R R AR EEA AR
GCAAAAGGCCCT GCGGCCGACCTACT AGGAGGT CGOGCCCCTAGAGT ACGACCT CAAGAAGCGGGT GBGAT CCCCCT CCGATTGACT TTGTGCCTTCCTC

pol yA pol yA
| |
ACAATACCGGAAGGAACCCGCGCTAT GACGGCAATAAAAAGACAGAAT AAAACGCACGGT GT TGGGTCGT TTGT TCATAAACGCGGGGT TCGGT CCCAGG

R R A R N N Rt A A AN R R Rt mANE
TGTTATGGCCT TCCTTGGGOGCGATACTGCCGT TATTTTTCTGTCTTATTTTGCGT GCCACAACCCAGCAAACAAGT AT TTGCGCCCCAAGCCAGGGTCC

Bsal
|
GCTGGCACTCTGTCGATACCCCACCGAGACCCCAT TGGGEECCAATACGCCCGECGTTTCTTCCTTTTCCCCACCCCACCCCCCAAGT TCGGGT GAAGGECCC
FILTETEEE=P e ettt r=ee e e e=err et et e e e*r e e et e =t e ey
CGACCGTGAGACAGCTAT GGGGT GGCT CTGEGGTAACCCCGGT TAT GCGGGECGCAAAGAAGGAAAAGGGEGT GEGGT GEGGEEGET TCAAGCCCACTTCCGEG
Bst AP
Al wiN1 Bsu36 Dral Dral

| | |
AGGGECTCGCAGCCAACGT CGCEECCGECAGGCCCTGCCATAGCCTCAGGT TACTCATATATACT TTAGATTGATTTAAAACT TCATTTTTAATTTAAAAGG

R R R R R e st N R N NN E R R nnEE A
TCCCGAGOGT CGGT TGCAGCCCCGOOGT COGGGACGGTATCGGAGT CCAATGAGTATATATGAAAT CTAACTAAAT TTTGAAGT AAAAATTAAATTTTCC

BspHL
|
ATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGT TTTCGT TCCACT GAGCGT CAGACCCCGTAGAAAAGAT CAAAGGAT
R s R R R R R RN D
TAGATCCACTTCTAGGAAAAACTATTAGAGTACT GGTTTTAGGGAATTGCACT CAAAAGCAAGGT GACTCGCAGT CTGGGECATCTTTTCTAGTTTCCTA
BpuEl
|
CTTCTTGAGATCCTTTTTTTCTGCGCGT AATCTGCTGCT TGCAAACAAAAAAACCACCCCTACCAGCGGTGGT TTGT TTGCCGGATCAAGAGCTACCAAC
U U s A A R R R A A D
GAAGAACT CTAGGAAAAAAAGACGCGCATTAGACGACGAACGT TTGT TTTTTTGGT GGCGAT GGT CGCCACCAAACAAACGGECCTAGI TCTCGATGGI TG
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4101

4201

4301

4401

4501

4601

Eco57 SpAcc

| |
TCTTTTTCCGAAGGTAACT GGCT TCAGCAGAGCGCAGATACCAAATACT GTCCTTCTAGT GTAGCCGT AGT TAGGCCACCACT TCAAGAACT CTGTAGCA

R R A R N AN A A RN NN A ANy
AGAAAAAGGCT TCCATTGACCGAAGT CGT CTCGOGT CTATGGT TTATGACAGGAAGAT CACAT CGGCAT CAAT CCGGT GGT GAAGT TCTTGAGACATCGT

Al wiN1 BpuEl

| |
CCGCCTACATACCTCGCTCTGCTAATCCT GT TACCAGT GGCTGCT GCCAGT GGCGATAAGT CGT GT CT TACCGGGT TGGACT CAAGACGATAGI TACCGG

R A R A R R R A N NN R AN R NN EARN AN
GGCGGAT GTATGGAGCGAGACGAT TAGGACAAT GGT CACCGACGACGGT CACCGCTAT TCAGCACAGAAT GGCCCAACCT GAGT TCTGCTATCAATGGCC

Apall BseYl SpAcc

|
ATAAGGCGCAGCGGET CGEECT GAACGEGEEEGET TCGT GCACACAGCCCAGCT TGGAGCGAACGACCT ACACCGAACT GAGATACCTACAGCGT GAGCTATG

e R R R R N R N A R R A AR A s
TATTCCGOGT CGCCAGCCCGACT TGOCCCCCAAGCACGT GT GTCGGGT CGAACCT CGCT TGCTGGAT GT GGCT TGACT CTATGGATGT CGCACTCGATAC

Bci V1
Eci 1 | BssS1

|
AGAAAGCGCCACGCT TCCCGAAGGGAGAAAGGCGGACAGGT AT CCGGT AAGCGGECAGGEGT CGGAACAGGAGAGCGCACGAGGGAGCT TCCAGGGEGEGAAAC

R R R R e R R R R A R AN AR AR ol
TCTTTCGOGGT GOGAAGGGCT TCCCTCT TTCOGCCT GTCCATAGGCCAT TCGCCGT CCCAGCCT TGTCCTCT CGOGT GCTCCCT CGAAGGT CCCCCTTTG

SpAcc Drdl BpuEl SpAcc Eci 1

I I I I I
GCCTGGTATCTTTATAGTCCT GTCGGGT TTCGCCACCT CTGACT TGAGCGT CGATTTTTGT GATGCTCGT CAGGGGGGOGGAGCCTAT GGAAAAACGCCA

R N N R R R R N AR R N RN R ARl
CGGACCATAGAAAT AT CAGGACAGCCCAAAGCGGT GGAGACT GAACT CGCAGCT AAAAACACT ACGAGCAGT COCCCCGOCTCGGATACCT TTTTGCGGT

SpDon
BspLU|

GCAACGCGGECCTTTTTACGGT TCCTGECCTTTTGCTGECCTTTTGCTCACATGI TCTTTCCTGCGT TATCCCCTGATTCTGT GGATAACCGTATTACCGC

R R R R R NN N AN AN E AN RNRA N AR e
CGT TGOGCCGGAAAAAT GCCAAGGACCGGAAAACGACCGGAAAACGAGT GT ACAAGAAAGGACGCAAT AGGGGACT AAGACACCTAT TGGCATAATGGCG

9
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Nsi 1
Bf rB1 |
| |
CATGCAT
4701 | ||| 4707
GTACGTA
Found:
Aat 2 Acc65 Al wiN1 Apal
Bgl 2 Brr 1 Bpml BpuEl
BspLU BspML Bsr Bl Bsr D1
Drdl Eagl Ear 1 Eci 1
Nael Nar 1 Ncol Ndel
Rsr 2 Sacl Sac?2 Sal 1
Xbal Xhol
Uni que:
Acc65 Apal Asel BanmH1
Bsr GL dal Eagl EcoR1
PshAl PspOM Pst 1 Rsr 2
Not found:
Aar 1 Acl 1 Af el Afl 2
Bl pl BrngB1 BpulO Bsgl
FCat L FCatR FCatP  ScFRT
Pvul RdatB RdatlL Rdat P
T7RNA  T7Ter Pl Sce Xcmil
Excl uded by site conplexity:
Accl Aci 1 Afl 3 Al ul
BsaAl BsaH1 BsaJl BsaW
Bsr F1 BssK1 Bst F5 Bst N1
Fok1 Hae2 Hae3 Hgal
Hpy C4 Hpy C5 Mae3 Mbo2
PpuML Rsal Sau3A  Sau96
TspR1

Apalil
Bsal

Bsr G1
Eco57
NgoM4
Sapl

Bbs1
Fspl
Sacl

Agel
Bsi W
Fsel
R4at R
Xm1l

Al wl
BseMp
Bst Ul

Hhal

Mhl 1
Sf aNL

Asel
BsaBl
BssS1
EcoR1

Nhel
SexAl

Bel 1
Hpal
Sac?2

Ahd1l
BssH2
FspAl
SanD1

Apol
Bsi E1
Bst Y1
Hi nc2

Msel

Sfcl

Avr 2
BsaXa
Bst AP

Fspl

Nsi 1

Sfil

Bgl 2
Kas1l
Sal 1

Al el
Bst E2
I _Ceu

Sbhf 1

Aval
Bsi H1
Bt g1
Hi nf1l
Msl 1
Sm 1

BantHl
BsaXb
Bst Bl
Hi nd3
Pf 1 F1
Smal

BsaXa
Kpnl
SexAl

Ascl
Bst X1
| oxP
Scal

Ava2
Bsl 1
Cac8
H nP1
MspAl
Styl

10

Bbs1
BseR1
Bsu36

Hpal
pol yA
SnaBl1

BsaXb
M el
Sfil

Asi S1
Bst Z1
Not 1
Sgf 1

Banl
BsmAl
QviJl

Hpa2

Mno 1

Taql

Bci V1
BseYl
Bt gZ1

Kas1l
PshAl
SpAcc

BseR1
M ul
Smal

Baela
_Chi
Nrul

Sgr Al

Ban2
BsnfF1
Ddel
Hphl
Nci 1
Tat 1

Bcl 1
Bs il
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