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pCasel2-cyto vector restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.
Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete enzyme list please
refer to the Table of restriction sites.

Unique sites are shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site).

Asel Bgll

| |
TAGTTATTAATAGTAATCAATTACGGGGTCATTAGTTCATAGCCCATATATGGAGTTCCGCGTTACATAACTTACGGTAAATGGCCCGCCTGGCTGACCG

T = e =i e e = re e = e e =i e = e e = e = e =ty 100
ATCAATAATTATCATTAGTTAATGCCCCAGTAATCAAGTATCGGGTATATACCTCAAGGCGCAATGTATTGAATGCCATTTACCGGGCGGACCGACTGGC

Aat2 SpAcc Aat?2

I I I
CCCAACGACCCCCGCCCATTGACGTCAATAATGACGTATGTTCCCATAGTAACGCCAATAGGGACTTTCCATTGACGTCAATGGGTGGAGTATTTACGGT

O N N N N N St AN NN R NN R S N NN Nl NN RS RN NN St AN N NN N N RN DY Rt
GGGTTGCTGGGGGCGGGTAACTGCAGTTATTACTGCATACAAGGGTATCATTGCGGTTATCCCTGAAAGGTAACTGCAGTTACCCACCTCATAAATGCCA

Bgll Ndel Aat2 Bgll Bmrl

I I | I I
AAACTGCCCACTTGGCAGTACATCAAGTGTATCATATGCCAAGTACGCCCCCTATTGACGTCAATGACGGTAAATGGCCCGCCTGGCATTATGCCCAGTA

o N s N N RN S RN NN AN g NN RN N AN RN NN S NN NN NN il
TTTGACGGGTGAACCGTCATGTAGTTCACATAGTATACGGTTCATGCGGGGGATAACTGCAGTTACTGCCATTTACCGGGCGGACCGTAATACGGGTCAT

BtgZl SnaB1l Ncol
I
CATGACCTTATGGGACTTTCCTACTTGGCAGTACATCTACGTATTAGTCATCGCTATTACCATGGTGATGCGGTTTTGGCAGTACATCAATGGGCGTGGA
O N R N N N s N g N St NN S RN NN RN NN RN St BN Y et
GTACTGGAATACCCTGAAAGGATGAACCGTCATGTAGATGCATAATCAGTAGCGATAATGGTACCACTACGCCAAAACCGTCATGTAGTTACCCGCACCT
Aat2 Ecil
I I
TAGCGGTTTGACTCACGGGGATTTCCAAGTCTCCACCCCATTGACGTCAATGGGAGTTTGTTTTGGCACCAAAATCAACGGGACTTTCCAAAATGTCGTA

e N NN S NN N S NN N St NN NN S RN NN S NN RN NN RN NN NN R AN N RN N S
ATCGCCAAACTGAGTGCCCCTAAAGGTTCAGAGGTGGGGTAACTGCAGT TACCCTCAAACAAAACCGTGGTTTTAGTTGCCCTGAAAGGTTTTACAGCAT
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Nhel Afel

ACAACTCCGCCCCATTGACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATATAAGCAGAGCTGGTTTAGTGAACCGTCAGATCCGCTAGCGCTA

L NN g N S N NN Sy R NN N R g NN NN NN S SN NN RS AR NN N e
TGTTGAGGCGGGGTAACTGCGTTTACCCGCCATCCGCACATGCCACCCTCCAGATATATTCGTCTCGACCAAATCACTTGGCAGTCTAGGCGATCGCGAT

|

) |

Xhol Hind3 EcoR1 Sall Kpnl |1 |

BpuEl Bgl2 | Sacl |BstBl | Pstl] Acc65 1 11 | Agel BmgB1
|
C

I 1 I 1 1 I 1 11 I
CCGGACTCAGATCTCGAGCTCAAGCTTCGAATTCTGCAGTCGACGGTACCGCGGGCCCGGGATCCACCGGTCGCCACCATGTCATCACGTCGTAAGTGGA
I

6OL  IILLEEI =R eee e e = e =il R e = e == 700
GGCCTGAGTCTAGAGCTCGAGTTCGAAGCTTAAGACGTCAGCTGCCATGGCGCCCGGGCCCTAGGTGGCCAGCGGTGGTACAGTAGTGCAGCATTCACCT
Casel2 > M S S R R K WN

Xhol
SpDon
BIpl Sacl | Ecil

ATAAGACAGGTCACGCAGTCAGAGCTATAGGTCGGCTGAGCTCACTCGAGAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGCCAACTT

0L i e e =i e = e e e = e e == e =i === 8oo
TATTCTGTCCAGTGCGTCAGTCTCGATATCCAGCCGACTCGAGTGAGCTCTTGCAGATATAGTACCGGCTGTTCGTCTTCTTGCCGTAGTTCCGGTTGAA

Casel2 > K T GHAVRAI GRULSSLENVY 1T M ADI K QI KNGTI K ANF
Bsgl

I
CAAGATCCGCCACAACGTCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAAC
O NN g NN N NN S N NN S NN A N NN NS RN NN S N NN N N et
GTTCTAGGCGGTGTTGCAGCTCCTGCCGTCGCACGTCGAGCGGCTGGTGATGGTCGTCTTGTGGGGGTAGCCGCTGCCGGGGCACGACGACGGGCTGTTG
Casel2 >K I RHNVEDGSVQLADUHYQQNT®PI GDGPVLLPDN
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Casel?

Casel?

Casel?

Casel?

Casel?

901

1001

1101

1201

1301

>

BpulO BpulO Bpml

I I I
CACTACCTGAGCTTCCAGTCCGTCCTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCG
R N ey NN e ANt N g NN N NN S AN NN R R NN NN NN NN
GTGATGGACTCGAAGGTCAGGCAGGACTCGTTTCTGGGGTTGCTCTTCGCGCTAGTGTACCAGGACGACCTCAAGCACTGGCGGCGGCCCTAGTGAGAGC
HYLSFQSVLSKTDPNETZKRDHMYVLLETFVTAAGITTLG

BseR1
BsrG1 Alel

I |
GCATGGACGAGCTGTACAACGTGGATGGCGGTAGCGGTGGCACCGGCAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGA
N s R N N S R NN S AN S NN NN S NN RSN NN NN
CGTACCTGCTCGACATGTTGCACCTACCGCCATCGCCACCGTGGCCGTCGTTCCCGCTCCTCGACAAGTGGCCCCACCACGGGTAGGACCAGCTCGACCT

M DELYNVDGG®GSGGTGSIKTGETELTFTGVVPILVETLTHD

Bsgl
Bcglb |
Bcgla Btgzl | | Eco57

I I
CGGCGACGTAAACGGCCACAAGTTCAGCGTGTCCGGCGAGGGCGAGGGCGATGCCACCTACGGCAAGCTGACCCTGAAGCTGATCTGCACCACCGGCAAG

N N RN R NN e NN S N NN NN S RN RN NN AN N
GCCGCTGCATTTGCCGGTGTTCAAGTCGCACAGGCCGCTCCCGCTCCCGCTACGGTGGATGCCGTTCGACTGGGACTTCGACTAGACGTGGTGGCCGTTC

G bVNGHIKFSV S GEGESGDATYGKLTULI KUL T CTT G K

BssS1
Alel Xmnl Eco57 Ecil

| | I
CTGCCCGTGCCCTGGCCCACCCTCGTGACCACCCTCGGCTACGGCCTGAAGTGCTTCGCCCGCTACCCCGACCACATGAAGCAGCACGACTTCTTCAAGT

N N R S BN S N NN S N NN R NN NN NN R NN N
GACGGGCACGGGACCGGGTGGGAGCACTGGTGGGAGCCGATGCCGGACTTCACGAAGCGGGCGATGGGGCTGGTGTACTTCGTCGTGCTGAAGAAGTTCA

L PVPWZPTULVTTULSGYGLKT CFARYUWPDHMIKT QHUDTFTF K S
SpDon Alel
| |
CCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCT

R S N N NN NN AN S NN u N NS RN RN NN NN
GGCGGTACGGGCTTCCGATGCAGGTCCTCGCGTGGTAGAAGAAGTTCCTGCTGCCGTTGATGTTCTGGGCGCGGCTCCACTTCAAGCTCCCGCTGTGGGA

AAMPEGY V QERTI1 FFKDUDGNYKTIRAEVKFEGUDTL

Pvu2

1000

1100

1200

1300

1400
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Casel?

Casel?

Casel?

Casel?

Casel?

Bpml |
SpDon Eco57 MIul Bcll [ |

I I
GGTGAACCGCATCGAGCTGAAGGGCATCGGCTTCAAGGAGGACGGCAACATCCTGGGGCACAAGCTGGAGTACAACACGCGTGATCAGCTGACCGAAGAA
O L NN N St N N g NN AN G NN NN NN S NN N RN NN
CCACTTGGCGTAGCTCGACTTCCCGTAGCCGAAGTTCCTCCTGCCGTTGTAGGACCCCGTGTTCGACCTCATGTTGTGCGCACTAGTCGACTGGCTTCTT
>V NR 1 ELKGTI GFZKEDTGNTILGHTIEKTLTETYNTRDI QLTEE

EcoR1
T7Ter | Btgzl BspH1

| I
CAGATTGCTGAATTCAAGGAAGCCTTCTCCCTATTTGATAAAGATGGCGATGGCACCATCACAACAAAGGAACTTGGAACTGTCATGAGGTCACTGGGTC
O N RN RN S NN R S AN St NN R NN NN S RN NN NS NN NN NN NN
GTCTAACGACTTAAGTTCCTTCGGAAGAGGGATAAACTATTTCTACCGCTACCGTGGTAGTGTTGTTTCCTTGAACCTTGACAGTACTCCAGTGACCCAG
>Q I AEFKEAFSLFDIEKTDGDG GTTI1ITTIKTETLGTVMRSTLGQQ

Bmrl AlwN1 Bcll SpAcc

I I
AGAACCCAACAGAAGCTGAATTGCAGGATATGATCAATGAAGTGGATGCTGATGGTAATGGCACCATTGACTTCCCCGAATTTTTGACTATGATGGCTAG
e N NN NNt NNl RN S NN S NN NN R S RN NN N S NN NS RN AN Iy
TCTTGGGTTGTCTTCGACTTAACGTCCTATACTAGTTACTTCACCTACGACTACCATTACCGTGGTAACTGAAGGGGCTTAAAAACTGATACTACCGATC
> NP TEAELOGQDMINEVDADGNGTIDFPETFLTMMAR

T7Ter
SpDon Bsml BsrD1

I I |
AAAAATGAAAGATACAGATAGTGAAGAAGAAATCCGTGAGGCATTCCGAGTCTTTGACAAGGATGGCAATGGTTATATCAGTGCAGCAGAACTACGTCAC
O N e NNl RN NN NN g NN S AN AN N g SN RN Sl NN NN BN NN
TTTTTACTTTCTATGTCTATCACTTCTTCTTTAGGCACTCCGTAAGGCTCAGAAACTGTTCCTACCGTTACCAATATAGTCACGTCGTCTTGATGCAGTG
> K M KDTDSETETETILIREAFRVYVYEFDIKDGNGY I SAATETLRH

B;pHi
Sg
BmgB1 | T7Ter Bcll BsmB1 Drdl SpAcc  EcoRl

I I | | I
GTCATGACAAACTTAGGAGAAAAACTAACAGATGAAGAAGTAGATGAAATGATCAGAGAAGCAGATATTGATGGAGACGGACAAGTCAACTATGAAGAAT

O N N R NN St NN el NN S NN S NN NN NN S RN NN S RN NN RN AN
CAGTACTGTTTGAATCCTCTTTTTGATTGTCTACTTCTTCATCTACTTTACTAGTCTCTTCGTCTATAACTACCTCTGCCTGTTCAGTTGATACTTCTTA
>V M T NLGEJKTLTDTETEVDEMTIREADTIDGTDGA QVNYEEF

1500

1600

1700

1800

1900
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1901

Casel?

2001

2101

2201

2301

Notl
T7Ter polyA Eagl Xbal BsaB1 SpDon Dral

TCGTACAGATGATGACTGCAAAATAAAGCGGCCGCGACTCTAGATCATAATCAGCCATACCACATTTGTAGAGGTTTTACTTGCTTTAAAAAACCTCCCA

R N NN e NN N NN g N RNy RN RN R NN R NN AR
AGCATGTCTACTACTGACGTTTTATTTCGCCGGCGCTGAGATCTAGTATTAGTCGGTATGGTGTAAACATCTCCAAAATGAACGAAATTTTTTGGAGGGT

v ¢ M M T A K *

Bsml
Mfel] Hpal polyA Psil polyA

CACCTCCCCCTGAACCTGAAACATAAAATGAATGCAATTGTTGTTGTTAACTTGTTTATTGCAGCTTATAATGGTTACAAATAAAGCAATAGCATCACAA

N S N N NN NN e RN NN S N NN R S NN S RU NN NN NS NN N b
GTGGAGGGGGACTTGGACTTTGTATTTTACTTACGTTAACAACAACAATTGAACAAATAACGTCGAATATTACCAATGTTTATTTCGTTATCGTAGTGTT

polyA Btsl Bsml AFI2 SpDon Sspl
| |

ATTTCACAAATAAAGCATTTTTTTCACTGCATTCTAGTTGTGGTTTGTCCAAACTCATCAATGTATCTTAAGGCGTAAATTGTAAGCGTTAATATTTTGT
L S NN S NN S NN S NN S NN S NN NN S NN NN S NN NN NN S RN RNN NN N
TAAAGTGTTTATTTCGTAAAAAAAGTGACGTAAGATCAACACCAAACAGGTTTGAGTAGTTACATAGAATTCCGCATTTAACATTCGCAATTATAAAACA

Psil

|
TAAAATTCGCGTTAAATTTTTGTTAAATCAGCTCATTTTTTAACCAATAGGCCGAAATCGGCAAAATCCCTTATAAATCAAAAGAATAGACCGAGATAGG
NN S NN S NN S NN NN S NN S NN S NN S N NN S NN NN NN NN
ATTTTAAGCGCAATTTAAAAACAATTTAGTCGAGTAAAAAATTGGTTATCCGGCTTTAGCCGTTTTAGGGAATATTTAGTTTTCTTATCTGGCTCTATCC

BsaXb Drdil BsaXa
|

GTTGAGTGTTGTTCCAGTTTGGAACAAGAGTCCACTATTAAAGAACGTGGACTCCAACGTCAAAGGGCGAAAAACCGTCTATCAGGGCGATGGCCCACTA

RN S NN s NN B Nl NN e N S NN NN NS RN RN NN NN NN
CAACTCACAACAAGGTCAAACCTTGTTCTCAGGTGATAATTTCTTGCACCTGAGGTTGCAGTTTCCCGCTTTTTGGCAGATAGTCCCGCTACCGGGTGAT

Btgz1
Dra3| SpAcc

2401

11 |
CGTGAACCATCACCCTAATCAAGTTTTTTGGGGTCGAGGTGCCGTAAAGCACTAAATCGGAACCCTAAAGGGAGCCCCCGATTTAGAGCTTGACGGGGAA

RN S N N NN g NN NN S NN S NN N NN S RN NN NS AN
GCACTTGGTAGTGGGATTAGTTCAAAAAACCCCAGCTCCACGGCATTTCGTGATTTAGCCTTGGGATTTCCCTCGGGGGCTAAATCTCGAACTGCCCCTT

2000

2100

2200

2300

2400

2500
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Nael
NgoM4 | BsrB1

|
AGCCGGCGAACGTGGCGAGAAAGGAAGGGAAGAAAGCGAAAGGAGCGGGCGCTAGGGCGCTGGCAAGTGTAGCGGTCACGCTGCGCGTAACCACCACACC

2501 THLRRRnEr=e e e = e e e e e e = e e e e = e e e == e e === 2600
TCGGCCGCTTGCACCGCTCTTTCCTTCCCTTCTTTCGCTTTCCTCGCCCGCGATCCCGCGACCGTTCACATCGCCAGTGCGACGCGCATTGGTGGTGTGG

polyA

I
CGCCGCGCTTAATGCGCCGCTACAGGGCGCGTCAGGTGGCACTTTTCGGGGAAATGTGCGCGGAACCCCTATTTGTTTATTTTTCTAAATACATTCAAAT

2601 TLLRREREE=ERR et en e =t e e = e e e e = e e e e e = e e e = eee e e = == 2700
GCGGCGCGAATTACGCGGCGATGTCCCGCGCAGTCCACCGTGAAAAGCCCCTTTACACGCGCCTTGGGGATAAACAAATAAAAAGATTTATGTAAGTTTA

BciVvl
BspH1 | Ecil
BsrBl | | Sspl Earl Bsu36 Pvu2 |

ATGTATCCGCTCATGAGACAATAACCCTGATAAATGCTTCAATAATATTGAAAAAGGAAGAGTCCTGAGGCGGAAAGAACCAGCTGTGGAATGTGTGTCA

2701 TELERERRE=ER e = e = e e e =i e e e e =i e e e e e e =i e == 2800
TACATAGGCGAGTACTCTGTTATTGGGACTATTTACGAAGTTATTATAACTTTTTCCTTCTCAGGACTCCGCCTTTCTTGGTCGACACCTTACACACAGT

Nsil
Sphl |
BfrBl |
BseY1 BstAP | | SexAl

|
GTTAGGGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAAAGCATGCATCTCAATTAGTCAGCAACCAGGTGTGGAAAGTCCCCAGGCTCC

2801 THLRRELEE=E e ene e e e e =i e = e e = e =i e === 2900
CAATCCCACACCTTTCAGGGGTCCGAGGGGTCGTCCGTCTTCATACGTTTCGTACGTAGAGTTAATCAGTCGTTGGTCCACACCTTTCAGGGGTCCGAGG

Nsil
Sphl |
BfrBl | Ecil
BseY1 BstAP | | Ecil Ecil Bmrl] Ecil

|
CCAGCAGGCAGAAGTATGCAAAGCATGCATCTCAATTAGTCAGCAACCATAGTCCCGCCCCTAACTCCGCCCATCCCGCCCCTAACTCCGCCCAGTTCCG

2901 PLRRERRRE=innen = e e e e e e =i e e = e e = e = e e e e == 3000
GGTCGTCCGTCTTCATACGTTTCGTACGTAGAGTTAATCAGTCGTTGGTATCAGGGCGGGGATTGAGGCGGGTAGGGCGGGGATTGAGGCGGGTCAAGGC
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Sfil
Ncol polyA Bgll SpDon

| | I
CCCATTCTCCGCCCCATGGCTGACTAATTTTTTTTATTTATGCAGAGGCCGAGGCCGCCTCGGCCTCTGAGCTATTCCAGAAGTAGTGAGGAGGCTTTTT

3001 PELEREEI=tn et = e e e = e e = e =i e e =t e e e e = =™ 3100
GGGTAAGAGGCGGGGTACCGACTGATTAAAAAAAATAAATACGTCTCCGGCTCCGGCGGAGCCGGAGACTCGATAAGGTCTTCATCACTCCTCCGAAAAA

Avr2
Stul] BspM1
BseR1 || Clal BsaB1 BfuAl Eagl

| I
TGGAGGCCTAGGCTTTTGCAAAGATCGATCAAGAGACAGGATGAGGATCGTTTCGCATGATTGAACAAGATGGATTGCACGCAGGTTCTCCGGCCGCTTG

O N Sl N G AN S N N NN R S RN St NN NN NN NN A NN RN RS AN RN it
ACCTCCGGATCCGAAAACGTTTCTAGCTAGTTCTCTGTCCTACTCCTAGCAAAGCGTACTAACTTGTTCTACCTAACGTGCGTCCAAGAGGCCGGCGAAC

Narl
Bmrl Kasl]

I
GGTGGAGAGGCTATTCGGCTATGACTGGGCACAACAGACAATCGGCTGCTCTGATGCCGCCGTGTTCCGGCTGTCAGCGCAGGGGCGCCCGGTTCTTTTT

3201 PEHLRREEr= e e = e e = e e e = e e =i e = e e = = e =™ 3300
CCACCTCTCCGATAAGCCGATACTGACCCGTGTTGTCTGTTAGCCGACGAGACTACGGCGGCACAAGGCCGACAGTCGCGTCCCCGCGGGCCAAGAAAAA

Pvu2
Drdl Mscl Fspl |

|
GTCAAGACCGACCTGTCCGGTGCCCTGAATGAACTGCAAGACGAGGCAGCGCGGCTATCGTGGCTGGCCACGACGGGCGTTCCTTGCGCAGCTGTGCTCG

3301 PHLERE = e =i e e = e = e e e e e e e e = e == 3400
CAGTTCTGGCTGGACAGGCCACGGGACTTACTTGACGTTCTGCTCCGTCGCGCCGATAGCACCGACCGGTGCTGCCCGCAAGGAACGCGTCGACACGAGC

PFIF1 Eco57 SpDon
I I |
ACGTTGTCACTGAAGCGGGAAGGGACTGGCTGCTATTGGGCGAAGTGCCGGGGCAGGATCTCCTGTCATCTCACCTTGCTCCTGCCGAGAAAGTATCCAT

3401 PHLHEEIE=n e =i e e e = e e e = e =i e e e e = e e == ™ 3500
TGCAACAGTGACTTCGCCCTTCCCTGACCGACGATAACCCGCTTCACGGCCCCGTCCTAGAGGACAGTAGAGTGGAACGAGGACGGCTCTTTCATAGGTA
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Btgzi
BspM1 |
BciVvl BsrD1 BfuAl |

| |
CATGGCTGATGCAATGCGGCGGCTGCATACGCTTGATCCGGCTACCTGCCCATTCGACCACCAAGCGAAACATCGCATCGAGCGAGCACGTACTCGGATG

Lo N NN S RN NN S N NN S NN S NN RN S NN NN A NN RN
GTACCGACTACGTTACGCCGCCGACGTATGCGAACTAGGCCGATGGACGGGTAAGCTGGTGGTTCGCTTTGTAGCGTAGCTCGCTCGTGCATGAGCCTAC

Sapl
Earl BpuEl Sphl

I
GAAGCCGGTCTTGTCGATCAGGATGATCTGGACGAAGAGCATCAGGGGCTCGCGCCAGCCGAACTGTTCGCCAGGCTCAAGGCGAGCATGCCCGACGGLG

Lo N N S A G N R g N NN NN S NN S N RN NN R NN NN A NN NN
CTTCGGCCAGAACAGCTAGTCCTACTAGACCTGCTTCTCGTAGTCCCCGAGCGCGGTCGGCTTGACAAGCGGTCCGAGTTCCGCTCGTACGGGCTGCCGC

BseY1l
Nael |
Ncol Btgzl NgoM4 | |

AGGATCTCGTCGTGACCCATGGCGATGCCTGCTTGCCGAATATCATGGTGGAAAATGGCCGCTTTTCTGGATTCATCGACTGTGGCCGGCTGGGTGTGGC

3701 L= e e = e e e e =i e e = e e == e e = e = e e=e
TCCTAGAGCAGCACTGGGTACCGCTACGGACGAACGGCTTATAGTACCACCTTTTACCGGCGAAAAGACCTAAGTAGCTGACACCGGCCGACCCACACCG

Sapl
Rsr2 Ecil Earl Eco57 BssS1 BsrB1

I I
GGACCGCTATCAGGACATAGCGTTGGCTACCCGTGATATTGCTGAAGAGCTTGGCGGCGAATGGGCTGACCGCTTCCTCGTGCTTTACGGTATCGCCGCT

O N S N NN g NN N NN S RN St NN NN NN S NN RN NN AN
CCTGGCGATAGTCCTGTATCGCAACCGATGGGCACTATAACGACTTCTCGAACCGCCGCTTACCCGACTGGCGAAGGAGCACGAAATGCCATAGCGGCGA

BtgZ1l BsrB1 BstB1
I |
CCCGATTCGCAGCGCATCGCCTTCTATCGCCTTCTTGACGAGTTCTTCTGAGCGGGACTCTGGGGTTCGAAATGACCGACCAAGCGACGCCCAACCTGCC

Lo N R S N g AN R g RN RN S NN S NN S AR N S NN NN N NN RN
GGGCTAAGCGTCGCGTAGCGGAAGATAGCGGAAGAACTGCTCAAGAAGACTCGCCCTGAGACCCCAAGCTTTACTGGCTGGTTCGCTGCGGGTTGGACGG

3600

3700

3800

3900

4000



www.evrogen.com

4001

4101

4201

4301

4401

4501

BssS1 Nael
BspM1 NgoM4 |
BfuAl SpAcc Bpml |

| |
ATCACGAGATTTCGATTCCACCGCCGCCTTCTATGAAAGGTTGGGCTTCGGAATCGTTTTCCGGGACGCCGGCTGGATGATCCTCCAGCGCGGGGATCTC

N N N R NN S NN NN S NN NN NN S NN NN NN AN UN AN
TAGTGCTCTAAAGCTAAGGTGGCGGCGGAAGATACTTTCCAACCCGAAGCCTTAGCAAAAGGCCCTGCGGCCGACCTACTAGGAGGTCGCGCCCCTAGAG

Bpml
SpAcc |
Avr2 | polyA polyA

ATGCTGGAGTTCTTCGCCCACCCTAGGGGGAGGCTAACTGAAACACGGAAGGAGACAATACCGGAAGGAACCCGCGCTATGACGGCAATAAAAAGACAGA

N N N S B N e N NN Sl NN N NN NN g NN NN N NN RN
TACGACCTCAAGAAGCGGGTGGGATCCCCCTCCGATTGACTTTGTGCCTTCCTCTGTTATGGCCTTCCTTGGGCGCGATACTGCCGTTATTTTTCTGTCT

Bsal

|
ATAAAACGCACGGTGTTGGGTCGTTTGTTCATAAACGCGGGGTTCGGTCCCAGGGCTGGCACTCTGTCGATACCCCACCGAGACCCCATTGGGGCCAATA

R s N NN RN N S RN S N S NN NN S BN NN RS NN N
TATTTTGCGTGCCACAACCCAGCAAACAAGTATTTGCGCCCCAAGCCAGGGTCCCGACCGTGAGACAGCTATGGGGTGGCTCTGGGGTAACCCCGGTTAT

BStAP
SpDon AlwN1 Bsu36

I
CGCCCGCGTTTCTTCCTTTTCCCCACCCCACCCCCCAAGTTCGGGTGAAGGCCCAGGGCTCGCAGCCAACGTCGGGGCGGCAGGCCCTGCCATAGCCTCA

N N N S N NN e NN S NN N AN S NN NN AN
GCGGGCGCAAAGAAGGAAAAGGGGTGGGGTGGGGGGTTCAAGCCCACT TCCGGGTCCCGAGCGTCGGTTGCAGCCCCGCCGTCCGGGACGGTATCGGAGT

Dral Dral BspH1

I | I
GGTTACTCATATATACTTTAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTT

RN S R S NN Nt NN NN e AN AN Sy AN NN NN S SRR N NN RN N
CCAATGAGTATATATGAAATCTAACTAAATTTTGAAGTAAAAATTAAATTTTCCTAGATCCACTTCTAGGAAAAACTATTAGAGTACTGGTTTTAGGGAA

BpuE1l

I
AACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAAC
RS RN St RN S NN NN St NN NN NNt NN,
TTGCACTCAAAAGCAAGGTGACTCGCAGTCTGGGGCATCTTTTCTAGTTTCCTAGAAGAACTCTAGGAAAAAAAGACGCGCATTAGACGACGAACGTTTG

9

4100

4200

4300

4400

4500

4600
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Eco57

|
AAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAAT

4601 LIERRRREE=ERnnn e =i e e e e e e = e e e = e e e = e e = e = e =i 4700
TTTTTTTGGTGGCGATGGTCGCCACCAAACAAACGGCCTAGTTCTCGATGGTTGAGAAAAAGGCTTCCATTGACCGAAGTCGTCTCGCGTCTATGGTTTA

SpAcc AlwN1
I
ACTGTCCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTG
A70L  LRRREREEP<ERnnne e === e e e = e e = e r=ee e i< eeee e == 4800
TGACAGGAAGATCACATCGGCATCAATCCGGTGGTGAAGTTCTTGAGACATCGTGGCGGATGTATGGAGCGAGACGATTAGGACAATGGTCACCGACGAC
BpuE1l ApalLl BseY1
CCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGCGGGGGTTCGTGCACACAGCC
A801  LMRRETUII=PRnRnnR =t e =i e =i e =i e = e <o r=riinn* 4900
GGTCACCGCTATTCAGCACAGAATGGCCCAACCTGAGTTCTGCTATCAATGGCCTATTCCGCGTCGCCAGCCCGACTTGCCCCCCAAGCACGTGTGTCGG
SpAcc
I
CAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCG
A90L  LIREERRIPRnnnnnnr=pnnn e ===t e i< i< =t * 5000
GTCGAACCTCGCTTGCTGGATGTGGCTTGACTCTATGGATGTCGCACTCGATACTCTTTCGCGGTGCGAAGGGCTTCCCTCTTTCCGCCTGTCCATAGGC

BciVl
Ecil | BssS1 SpAcc

| |
GTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTG
S N S N S N N S A S NN S AN AN A NN NN Agexiele
CATTCGCCGTCCCAGCCTTGTCCTCTCGCGTGCTCCCTCGAAGGTCCCCCTTTGCGGACCATAGAAATATCAGGACAGCCCAAAGCGGTGGAGACTGAAC
Drdl BpuEl SpAcc Ecil
AGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGC

S1OL L=t e e = e e = e e e = e e =i =t e e e ==t e =™ 5200
TCGCAGCTAAAAACACTACGAGCAGTCCCCCCGCCTCGGATACCTTTTTGCGGTCGTTGCGCCGGAAAAATGCCAAGGACCGGAAAACGACCGGAAAACG

10
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SpDon Nsil
BspLU] BfrBl |

TCACATGTTCTTTCCTGCGTTATCCCCTGATTCTGTGGATAACCGTATTACCGCCATGCAT

S201 EHLEEEEr= e e e =i e e e = e e e =i e ==l 5261
AGTGTACAAGAAAGGACGCAATAGGGGACTAAGACACCTATTGGCATAATGGCGGTACGTA

Found:

Aat2  Acc65 Afel AFI2 Agel Alel  AlwNl Apal ApalLl Asel Avr2 BamH1 Bcgla Bcglb
Bcivl Bcll BfrBl BfuAl Bgll Bgl2 BIpl BmgBl Bmrl Bpml BpulO0 BpuEl Bsal BsaBl
BsaXa BsaXb BseR1 BseY1 Bsgl Bsml BsmB1 BspH1 BspLU BspM1 BsrB1 BsrD1 BsrG1 BssS1
BstAP BstB1 Bsu36 BtgZl Btsl Clal Dral Dra3 Drdl Eagl Earl Ecil Eco57 EcoRl

Fspl Hind3 Hpal Kasl Kpnl Mfel MIul Mscl Nael Narl Ncol Ndel  NgoM4 Nhel

Notl Nsil PFIF1 polyA Psil PspOM Pstl Pvu2 Rsr2 Sacl Sac2 Sall Sapl  SexAl

Sfil Smal SnaBl SpAcc  SpDon Sph1l Sspl Stul T7Ter Xbal Xhol Xmnl

Unique:
Acc65 Afel AFI2 Agel Apal ApalLl Asel BamH1 Bcgla Bcglb Bgl2 Blpl Bsal BsaXa
BsaXb  BsmBl BspLU BsrG1 Btsl Clal Dra3 Fspl Hind3 Hpal Kasl Kpnl Mfel MIul
Mscl Narl Ndel Nhel Notl PFIF1 PspOM Pstl Rsr2 Sac2 Sall SexAl Sfil Smal
SnaBl Stul Xbal Xmnl
Not found:

Aarl Acll Ahdl Ascl AsiSl Baela Baelb Bbs1 BbvC1l Bsiwl BspEl BssH2 BstE2 BstX1

BstZl _Chi EcoK EcoN1 EcoRV ScFRT Fsel FspAl 1 Ceu loxP Nrul Pacl PFIM1 Pmel
Pml1 PshAl Pvul SanD1 Sbf1l Scal Sgfl SgrAl Spel Srfl Swal T3RNA T7RNA PISce
Xcml

Excluded by site complexity:

Accl Acil AFI3 Alul Alwl Apol Aval Ava2 Banl Ban2 Bbvl BceAl Bfal Bmel5
BsaAl BsaHl BsaJl BsaWl BseM2 BsiEl BsiH1 Bsll BsmAl BsmFl Bspl2 BspCa BspCb Bsrl
BsrF1 BssK1 BstF5 BstN1 BstUl BstY1l Btgl Cac8 CviJl Ddel Eael Eco01 Faul Fnu4H

Fok1l Hae2 Hae3 Hgal Hhal Hinc2 Hinfl HinPl Hpa2 Hphl  Hpy99 Hpyl Hpy3  HpyC3
HpyC4  HpyC5 Mae3 Mbo2 Mnll Msel Msll MspAl Mwol Ncil Nla3 Nla4 Nspl Plel
PpuMm1 Rsal Sau3A  Sau96  SfaNl Sfcl Smil Styl Taql Tatl TFil Tsel Tspd45  Tsp50
TspR1
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